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 The increased UV exposure due to ozone depletion may damage not only to the antarctic ecosystem but also to the 
arctic one. Corresponding to the UV exposure, micro algal species of the primary producer in the ecosystems can accumulate 
mycosporine-like aminoacids (MAAs), which strongly absorb UV ray between 320 and 360 nm and is expected to play 
important roles to reduce the UV damages. However it is hard to identify the molecular species of accumulated MAAs, as any 
standard samples are not obtainable commercially. And especially from the diatom species it is hard to extract MAAs 
thoroughly, as the frustule can fix some MAAs. To estimate the accumulation of MAAs quantitatively and its roles to the UV 
exposure, we should extract thoroughly and identify MAAs. In this study, we aim to identify MAAs and to estimate their total 
amounts in the cells of two diatom species isolated from Saromako-lagoon in winter, 2012.  
 MAAs in the diatom cells are extracted with methanol and are purified by HPLC. These purified samples were further 
compared by HPLC with the standard samples of shinorine and porphyra-334 extracted from the cells of unicellular red algae 
(Chroodactylon ornatum (C.Agardh), Basson, NIES-1969, 1970, 1971), which is already known to accumulate these two 
MAAs. Then only the porphyra-334 was accumulated in both of the diatom species. This result will be confirmed by mass 
analysis. The extraction efficiencies of porphyra-334 from diatom cells were different between solvents for extractions. Its 
efficiency from D.confervacea with DMF was higher than those with methanol and was similar to the efficiency after 
degradation of its frustules with hydrofluoric acid. Furthermore the amounts of porphyra-334 could be estimated from the 
absorption spectrum of eluted substance by DMF. The effects of light condition on the accumulation of porphyra-334 will 











 本研究では、結氷期のサロマ湖で優占していた珪藻類 D. confervacea と T. nordenskioeldii を単離し、蓄積
する MAAs の同定と定量を目指した。分子種を同定するために、既知の紅藻類培養株（Chroodactylon ornatum 
（C.Agardh） Basson, NIES-1969,1970,1971）から、シノリンとポルフィラ 334 標品を得て、珪藻類から得た
MAAs と HPLC で比較した。その結果、両種ともポルフィラ 334 を蓄積することを明らかにした。さらに珪藻類
MAAs 分解産物の質量分析を行ってこの結果を確認している。蓄積された MAAs の定量を行うため様々な溶媒を用い、
藻体からの抽出を試みた。その結果、メタノールでは D. confervacea から MAAs を抽出できないこと、N,N-
dimethylformamide（DMF）では、被殻を分解した場合と等しい MAAs が抽出できることを明らかにした。さらに、
DMF 抽出物の吸収スペクトルから、簡便に MAAs 濃度が定量できることを示した。現在この定量法を用いて、様々
な光質の下で培養した藻類細胞の MAAs蓄積量を解析している。 
 
